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SUMMARY

Short-term plasticity of AMPAR currents during high-
frequency stimulation depends not only on presyn-
aptic transmitter release and postsynaptic AMPAR
recovery from desensitization, but also on fast
AMPAR diffusion. How AMPAR diffusion within the
synapse regulates synaptic transmission on themilli-
second scale remains mysterious. Using single-
molecule tracking, we found that, upon glutamate
binding, synaptic AMPAR diffuse faster. Using
AMPAR stabilized in different conformational states
by point mutations and pharmacology, we show
that desensitized receptors bind less stargazin and
are less stabilized at the synapse than receptors in
opened or closed-resting states. AMPAR mobility-
mediated regulation of short-term plasticity is
abrogated when the glutamate-dependent loss in
AMPAR-stargazin interaction is prevented. We pro-
pose that transition from the activated to the desen-
sitized state leads to partial loss in AMPAR-stargazin
interaction that increases AMPAR mobility and
allows faster recovery from desensitization-medi-
ated synaptic depression, without affecting the over-
all nano-organization of AMPAR in synapses.

INTRODUCTION

The alpha-amino-3-hydroxy-5-methyl-4-isoxazole-propionic

acid (AMPA) subtype of glutamate receptors (AMPAR) mediates

most of fast excitatory synaptic transmission in the mammalian

central nervous system. AMPAR are formed of a core heterote-

trameric structure composed of a combination of four subunits,

GluA1–GluA4 (Traynelis et al., 2010), surrounded by a variety of

auxiliary subunits (Schwenk et al., 2012). AMPAR are largely

concentrated in the postsynaptic density (PSD), in front of pre-

synaptic glutamate release sites, where they are stabilized

through interactions between the various members of the

AMPAR complex with a variety of intracellular and extracellular

partners (Jackson and Nicoll, 2011; Shepherd and Huganir,

2007). AMPAR are not all stable in the synapse and around

50% move constantly by Brownian diffusion within the plasma

membrane, promoting continuous exchanges between synaptic

and extrasynaptic sites. This proportion is highly regulated by

neuronal activity and other stimuli (Choquet and Triller, 2013).

The diffusion of AMPAR has long been considered to play a

role only in controlling the accumulation of synaptic receptors

in time scales ranging from seconds to minutes (Choquet and

Triller, 2013; Shepherd and Huganir, 2007). In 2008, we pro-

posed a new physiological role for AMPAR diffusion in the con-

trol of fast synaptic transmission over timescales of a few tens

of milliseconds (Heine et al., 2008). We demonstrated, using

paired-pulse stimulations in electrophysiological recordings

and crosslinking of surface AMPAR with antibodies, that the

rapid exchange of desensitized receptors by naive ones in the

synapse is essential to maintain the fidelity of high-frequency

synaptic transmission. In addition, AMPAR stabilization by

PSD-95-potentiated frequency-dependent synaptic depression

(Opazo et al., 2010). Conversely, accelerating AMPAR move-

ments by removing the extracellular matrix (Frischknecht et al.,

2009) accelerated recovery from paired-pulse depression. Alto-

gether, we thus hypothesized that AMPAR diffusion allows syn-

apses to sustain higher frequencies than the rate of AMPAR

return from desensitization would normally allow (Choquet,

2010). Upon glutamate release, the postsynaptic area in which

AMPAR can be opened does not exceed 100–200 nm in diam-

eter due to their low apparent affinity for glutamate (Lisman

et al., 2007). Within this small area, rapidly diffusing receptors

can be renewed up to 30% within 10 ms considering a homoge-

neous distribution of AMPAR at the synapse (Heine et al., 2008).

However, asmore than 50%of receptors may be immobile in the

synapse (Ashby et al., 2006; Heine et al., 2008), this raises ques-

tions about the mechanisms through which AMPAR diffusion

could allow a fast enough exchange of receptors to allow a

measurable impact on high frequency synaptic transmission.

The nanoscale spatial distribution of AMPAR in the synapse is

highly heterogeneous (MacGillavry et al., 2013; Masugi-Tokita
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and Shigemoto, 2007; Nair et al., 2013). About half of synaptic

AMPAR are packed and stabilized in clusters of about 80 nm

wide, each comprising about 20 receptors. The other half are

mobile in between clusters (Nair et al., 2013). While this could

help explain how AMPAR diffusion could contribute to short-

term plasticity, the relative stability of AMPAR nanodomains still

poses the question of how a large proportion of trapped AMPAR

could be exchanged within a few milliseconds.

Several molecular mechanisms are involved in controlling

AMPAR stabilization, among which those mediated by the trans-

membrane AMPAR regulatory proteins (TARPs), and more par-

ticularly by stargazin, have been best characterized (Jackson

and Nicoll, 2011). Stargazin is involved in stabilizing AMPAR in

the PSD via its interaction with scaffolding proteins like PSD-

95 (Bats et al., 2007; Opazo et al., 2010; Schnell et al., 2002)

which is increased in long-term potentiation (LTP) via a Cam-

KII-dependant phosphorylation of a stretch of serines in the star-

gazin C-tail (Opazo et al., 2010; Tomita et al., 2005b). Stargazin

also modulates receptor pharmacology and controls channel

gating: it increases AMPA receptor glutamate affinity, enhances

single-channel conductance, slows deactivation and desensiti-

zation, and reduces the extent of desensitization (Priel et al.,

2005; Tomita et al., 2005a; Turetsky et al., 2005).

The stability of stargazin (TARP)-AMPA receptor complex is

controversial. Both the native and recombinantly expressed

complexes have been reported to be readily disrupted by expo-

sure to glutamate (Morimoto-Tomita et al., 2009; Tomita et al.,

2004). The partial dissociation of the AMPAR/TARP complex

within milliseconds after application of glutamate was further

suggested using a tandem in which the amino-terminal part of

stargazin is fused to the carboxy-tail of the receptor to prevent

dissociation of the AMPAR/TARPs complex (Morimoto-Tomita

et al., 2009). However, in other studies, rapid agonist-driven

dissociation has not been observed (Nakagawa et al., 2005;

Semenov et al., 2012).

Now, using single-particle tracking, biochemistry, and electro-

physiology, we demonstrate that glutamate impacts AMPA

receptor mobility through conformation changes: desensitized

receptors being more mobile and less confined than those in

the resting state due to specific unbinding of desensitized recep-

tors from stargazin. This allows the desensitized fraction of re-

ceptors to move away from the glutamate release site and

quickly be replaced by naive functional ones during synaptic

transmission. Glutamate-mediated modulation of the mobility

state of desensitized AMPAR directly participates to the modu-

lation of frequency-dependent synaptic responses.

RESULTS

Glutamate Increases Mobility of Endogenous
GluA2-Containing AMPAR
We first evaluated the impact of various doses of glutamate on

the surface mobility of whole cell (see Figures S1A and S1B

available online) and synaptic (Figure 1) endogenous GluA2-

containing AMPAR in conditions ofminimal intracellular signaling

by using uPAINT single-molecule tracking of fluorescently

labeled antibodies specific to the extracellular domain of GluA2

on dissociated hippocampal Banker cell cultures aged 13–

16 days in vitro (DIV) (Giannone et al., 2010). On average, about

1,500 fluorescent AMPAR-bound antibodies were tracked each

for at least 0.5 s (median value of trajectory duration in seconds

with interquartile range [IQR],: 2.100 IQR 1.513–5.088), during

recording periods of 3 min, both before and after application of

glutamate (Figure 1A). In these conditions of short recordings,

trajectory maps and partial superresolved pictures of the neu-

rons before and after treatment can be reconstructed. Figure 1A

represents a stretch of dendrite with synaptic areas identified by

eGFP-Homer 1c expression, and shown below are AMPAR tra-

jectories before and after application of 100 mM glutamate on

an enlarged view of a dendrite segment. Glutamate application

increased AMPAR mobility as evidenced by the larger area

covered by AMPAR trajectories.

As previously described (Heine et al., 2008; Tardin et al., 2003),

endogenous GluA2-containing AMPAR exhibit a variety of

Figure 1. Glutamate Increases Endogenous GluA2-Containing AMPAR Diffusion in Synapse

(A) Epifluorescence image of a dendritic segment expressing eGFP-Homer1c as a synaptic marker (top) and corresponding synaptic trajectories of endogenous

GluA2-containing AMPAR before and after application of 100 mMglutamate (bottom) recorded in the boxed region on the top Homer image. Each trajectory map

is obtained by overaccumulation of 2,000 images acquired with uPAINT technique.

(B) Effect of glutamate application on cytoplasmic calcium concentration. Normalized intensity of calcium-sensitive dye Fluo4FF-AM fluorescence is plotted

versus time. Neurons preloaded with Fluo4FF-AM dye were imaged every 1.5 s for 2 min in Tyrode’s solution (black curve, n = 16 cells) or in Tyrode’s solution

supplemented with various blockers (see Supplemental Experimental Procedures; red curve, n = 12 cells). After 25 s of recording, 100 mMglutamate was applied.

In the absence of the inhibitor cocktail, glutamate triggered a large increase in the intracellular calcium level which wasmarkedly decreased in the presence of the

combination of blockers. Unless stated, error bars represent standard error of the mean (SEM).

(C) Absence of modulation of endogenous GluA2-containing AMPAR synaptic mobility upon addition of vehicle (water). GluA2-containing AMPAR were tracked

using the uPAINT technique. Left panel shows the average distribution of the logarithm of the diffusion coefficient. Middle panel shows paired ratio of the mobile

over the immobile fraction before and after treatment, and averages are represented on the sides (n = 17 cells, paired t test, p > 0.05). Right panel is the rep-

resentation of the synapticmean square displacement (MSD) as a function of time before and after treatment (n = 17 cells, t test on the under curve area, p = 0.29).

(D and E) Modulation of endogenous GluA2-containing AMPAR synaptic mobility by application of glutamate 100 mM (D) and 1 mM (E). From left to right are

represented the average distribution of the logarithm of the diffusion coefficient, the paired ratios of the mobile over the immobile fraction (n = 24 cells, paired t

test, p = 0.023 and n = 10 cells, paired t test, p < 0.01), and the plot of the synaptic MSD in function of time before and after treatment (n = 24 cells, t test on the

under curve area, p = 0.038 and n = 10 cells, paired t test on the under curve area, p < 0.001).

(F) Dose-response curve for changes in the paired ratio of mobile over the immobile fraction following addition of varying glutamate concentrations (or vehicle for

control). Five glutamate concentrations are tested from 1 mM to 1 mM. A significant increase of the AMPAR mobility is observed for concentrations R100 mM

(mean ± SEM are plotted, statistical test is one-way ANOVA with Dunnet’s post test).

(G) Dose-response curve for change in the area under the mean square displacement following addition of various glutamate concentrations (or vehicle control;

mean ± SEM are plotted, statistical test is one-way ANOVA with Dunnet’s post test).
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Figure 2. Drug Applications Reveal that Glutamate-Induced Mobility Is Specific of the Desensitized State

(A) Modulation of endogenous GluA2-containing AMPAR synaptic mobility in the presence of AMPA (100 mM) in drug-free Tyrode’s solution. From left to right are

represented the average distribution of the logarithm of the diffusion coefficient, the paired ratios of the mobile over the immobile fraction (n = 7 cells, paired t test,

p < 0.05) and the plot of the synaptic MSD in function of time before and after treatment (n = 7 cells, paired t test on the under curve area, p = 0.01). AMPA increase

significantly AMPAR mobility.

(legend continued on next page)
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diffusion phenotypes ranking from immobile to highly mobile

(Figure S1A). The diffusion coefficient (D) distribution can be

roughly sorted into two groups. The first group is composed of

AMPAR with a D value inferior to 0.008 mm2.s�1 and are referred

to as ‘‘immobile’’ because they explore an area inferior to the one

defined by the image spatial resolution (e.g., 0.08 mm) within one

frame, i.e., 50 ms (Dthreshold = [0.08 mm]2/[4 3 4 3 0.05 s]

�0.008 mm2.s�1). The second group is defined as the mobile

part composed of receptors with D values above 0.008 mm2.s�1.

To investigate the effect of glutamate binding on AMPAR

lateral mobility, independently of downstream intracellular

signaling effects, we used acute application of various glutamate

concentrations to the recording medium in the presence of a

cocktail of inhibitors of (non-AMPA)-glutamate receptors and

calcium channels while performing uPAINT acquisition. First, to

estimate the effect of glutamate application on global cell

signaling in these conditions, we measured the cytoplasmic cal-

cium rise induced by glutamate. Neurons were preloaded with

Fluo4FF-AM dye and then imaged every 1.5 s during 2 min in

the observationmedium. After 25 s of recording, 100 mMof gluta-

mate was added. In the absence of the inhibitors, glutamate trig-

gered a large increase in intracellular calcium level (Figure 1B,

black line). The glutamate-induced calcium rise was markedly

decreased in the presence of a combination of inhibitors of

NMDA receptors, voltage-dependant Na+ channels, L-type

Ca2+ channels, mGluR1, mGluR5, and GluA2-subunit lacking

AMPAR (Figure 1B). At the peak, in absence of blockers (Fig-

ure 1B, black line), the normalized fluorescence F/F0 increased

by 22.2% ± 3.7% compared to baseline level, whereas in pres-

ence of all blockers (Figure 1B, red line), this rise was limited to

2.2% ± 1.3%. We performed the recording in the presence of

this inhibitors cocktail for all further experiments, unless other-

wise stated.

Figures 1C–1G quantifies the effect of glutamate addition. In

the presence of 100 mM glutamate, the proportion of mobile

AMPAR increased by 30.7% ± 9.4% as compared to control,

leading to an increase by 70.6% ± 22.4% of the ratio between

the mobile and the immobile fractions of receptors (n = 24 cells,

paired t test, p = 0.023) (Figure 1D). In parallel, theMSD, that rep-

resents the surface explored by the receptors per unit time,

increased by �70% in the presence of glutamate (Figure 1D,

right panel). Application of a lower glutamate concentration

(20 mM) or of the vehicle (water) did not induce a significant modi-

fication in the mobile/immobile ratio (Figures S1B and 1C and

dose response curve, respectively). In contrast, the application

of higher glutamate concentration (300 mM and 1 mM) increased

the mobile fraction and decreased the confinement of the recep-

tors (Figure 1E and dose response curve, Figures 1F and 1G).

Altogether, these experiments suggest that glutamate modifies,

in a dose-dependent manner, AMPAR mobility at the synaptic

plasma membrane independently of downstream signaling,

and possibly directly through changes in receptor conformation.

To confirm that the effect of glutamate on AMPARmobility was

mediated directly by their activation, we applied the AMPAR-

specific agonist AMPA (alpha-amino-3-hydroxy-5-methylisoa-

zol-4-propionate) and characterized its effect on diffusion in

the absence of the antagonist cocktail present in the other

experiments (Figure 2A). Application of AMPA 100 mM leads to

a significant increase in GluA2 mobility (44.6% ± 3% for the con-

trol and 51.4%± 3.2% in the presence of AMPA, p = 0.014 paired

t test), and an increase of 204% of the initial confinement area.

Glutamate triggers two major changes in AMPAR conforma-

tion, first a transition to an open-state and then, within a couple

of milliseconds, a transition to a desensitized state (Armstrong

et al., 1998; Dürr et al., 2014; Meyerson et al., 2014; Sobolevsky

et al., 2009; Sun et al., 2002). To correlate the glutamate-induced

increase in AMPAR mobility to one or the other conformational

state, we coapplied 100 mM glutamate with 20 mM cyclothiazide

(CTZ), which prevents entry in the desensitized state; in this con-

dition most receptors are in the open state (Traynelis et al., 2010)

(Figure 2B). Neither the diffusion coefficient nor the MSD of

synaptic AMPAR was affected by this treatment. This indicates

that AMPAR desensitization, rather than opening, increases its

mobility.

In our experiments, ambient glutamate released by neurons in

culture could affect the mobility. To test this hypothesis, we first

used an AMPAR antagonist (NBQX) to favor the closed-resting

state. NBQX (20 mM) significantly decreased the mobile fraction

and increased the confinement of AMPAR (Figure 2C). Supple-

menting 100 mM glutamate to the medium was presumably suf-

ficient to compete out NBQX from enough binding sites to send

AMPAR to a desensitized state, since we observed an increase

in AMPAR mobility. To confirm the effect of ambient glutamate

on AMPAR mobility, we recorded wild-type AMPAR mobility in

(B) Absence of modulation of endogenous GluA2-containing AMPAR synaptic mobility by coapplication of 100 mM glutamate and 20 mM cyclothiazide. From left

to right are represented the average distribution of the logarithm of the diffusion coefficient, the paired ratios of the mobile over the immobile fraction (n = 19 cells,

paired t test, p = 0.539), and the plot of the synaptic MSD in function of the time before and after treatment (n = 19 cells, paired t test on the under curve area, p =

0.28). Neither the diffusion coefficient nor theMSD of synaptic AMPAR are affected by coapplication of glutamate and cyclothiazide, which stabilized the AMPAR

open state.

(C) Modulation of endogenous GluA2 containing AMPAR synaptic mobility by sequential application of NBQX (20 mM) (competitor antagonist), then additionally

glutamate (100 mM). From left to right are represented the average distribution of the logarithm of the diffusion coefficient and the paired ratios of the mobile over

the immobile fraction (n = 9 cells, p < 0.05). NBQX significantly immobilizes AMPAR by closing the ones desensitized by ambient glutamate, and then addition of

extra glutamate reversed the effect on AMPARmobility, suggesting that high glutamate concentrations are capable of competing with NBQX to send AMPAR into

a desensitized state. Right panel is the plot of the synaptic MSD in function of time before and after treatment (n = 9 cells, repeated-measures ANOVA test on the

under curve area, p < 0.05).

(D) Average distribution of the logarithm of the diffusion coefficient for synaptic endogenous GluA2-containing AMPARbefore and after coapplication of glutamic-

pyruvate transminase (GPT) and pyruvate to convert glutamate to L-alanine and a-ketoglutaric acid, thus decreasing the ambient glutamate. The middle panel is

the mean ratio of the mobile over the immobile fractions of synaptic receptors before and after application of GPT and pyruvate (n = 10 cells, paired t test, p =

0.015). Scavenging ambient glutamate decreases synaptic AMPAR mobility. The right panel represents the synaptic MSD versus time plot before and after

coapplication of GPT.
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the presence of glutamic-pyruvic transaminase (GPT), an

enzyme that degrades the ambient glutamate when pyruvate is

in excess. Figure 2D shows that acute degradation of ambient

glutamate triggers a significant decrease of AMPAR mobility.

Finally, in conditions of ambient glutamate, evaluated to be in

the micromolar range in hippocampal cultures (Featherstone

and Shippy, 2008), a fraction of AMPAR are desensitized (Heine

et al., 2008). Application of CTZ in this basal condition, which

favors the AMPAR closed state, decreased the fraction of mobile

receptors (Figure S1C). Altogether, these experiments demon-

strate that basal ambient glutamate is sufficient to significantly

increase AMPAR diffusion, likely by increasing the proportion

of desensitized receptors, and further suggests that the closed

AMPAR are the least mobile.

To analyze the specificity of the glutamate-induced increase

mobility for AMPA-type glutamate receptors, we performed

uPAINT experiments on kainate receptors (KARs) containing

the GluK2 subunit which have similar conformational changes

to AMPAR. We expressed Super Ecliptic pHluorin (SEP)-tagged

GluK2 to track them with uPAINT using an anti-GFP nanobody.

At rest, the diffusion coefficient of GluK2 was lower than that of

GluA2 containing AMPAR (median values of the diffusion coeffi-

cient D in mm2.s�1 with IQR for synaptic GluK2 0.00067 IQR

0.00001–0.01655; for synaptic GluA2 0.00389 IQR 0.000225–

0.03900). Application of 100 mM glutamate did not modify the

diffusion coefficient nor theMSDover time ofGluK2 (Figure S1D).

This suggests that although they share common structural prop-

erties, the lateral diffusion of KARs and AMPAR is impacted

differently by glutamate.

AMPAR Conformation Impacts Its Mobility
To examine if desensitized receptors are indeed more mobile

than receptors in other states, we measured the mobility of

various AMPAR mutants stabilized in distinct conformational

states. We started by mutating the GluA2 subunit, as it is the

one we tracked for our experiments on endogenous AMPAR.

To measure the mobility of AMPAR largely occupying the

closed-resting state, we used the T686Amutation in GluA2 (Rob-

ert et al., 2005). In contrast, the L483Y GluA2mutant is stabilized

in an open conformation (Stern-Bach et al., 1998; Sun et al.,

2002). Finally, for receptors in a desensitized state, we used

the S729C GluA2 mutant, which undergoes spontaneous disul-

fide bond formation that stabilizes a conformation associated

with desensitization (Armstrong et al., 2006; Plested and

Mayer, 2009). These mutated receptors were tagged with SEP

and tracked with ATTO 647N labeled anti-GFP nanobodies

(Figure S2).

As with endogenous AMPAR, exogenous wild-type GluA2

containing AMPAR displays a two-peak synaptic mobility

distribution (Figure 3A, right panel, black curve). GluA2

T686A-containing AMPAR, which are mainly in a closed state,

displayed a large increase in their immobile fraction correlated

with a decrease in the mobile/immobile ratio of �15% com-

pared with recordings of overexpressed wild-type GluA2 con-

taining AMPAR (Figure 3A right panel; Figure 3D, green curve

and bar). Concomitantly, GluA2 T686A displayed an increase

in their confinement compared to the nonmutated ones, as evi-

denced by their lower MSD (Figure 3E, green curve). In parallel,

to confirm the insensitivity of GluA2 T686A-containing AMPAR

to glutamate, we measured the effect of 100 mM glutamate

application on GluA2 T686A mobility. Neither the mobility nor

the confinement indexes of GluA2 T686A subunits are affected

by glutamate (Figure S3A). This lower mobility and higher

confinement of T686A AMPAR compared to wild-type ones

(Figures 3D and 3E) is likely due to the partial desensitization

of the latter by residual glutamate in the medium and to a

couple of outlier cells displaying higher mobility (Figures 3D

and 3E, WT).

In contrast to the T686A mutant, mobility of the GluA2 L483Y

subunit, which stabilizes the open state in the presence of gluta-

mate, presents similar diffusion properties and confinement

values to the wild-type receptor (Figure 3B and Figures 3D and

3E, blue bar and curve). These results confirm the experiments

performed when coapplying glutamate and cyclothiazide and

Figure 3. Mutated GluA2 Stabilized in a Desensitized State Are More Mobile than GluA2 Locked in a Closed or Open Conformation

(A–C) The left panels depict schemes representing the tracked AMPAR stabilized in specific conformations using point mutations. On each scheme, only the LBD,

linkers, and TMD of a dimer of GluA2 are depicted. Red dots localize the point mutations. Image panels from left to right show the epifluorescence image of

DsRed-Homer1c in a sample neuron, a map of the recorded trajectories using the uPAINT technique in the corresponding stretch of dendrite, and the total

distribution of the logarithm of the synaptic diffusion coefficient. On each distribution, the dark line represents the control distribution of WT GluA2. (A) Com-

parison between GluA2 WT and T686A, a mutant stabilized in the closed state. (B) Comparison between GluA2 WT and L483Y, a mutant stabilized in the open

state and so cannot desensitize. (C) Comparison between GluA2 WT and S729C, a mutant stabilized in a desensitized state. The mobile fraction of AMPAR is

enriched when the receptor is stabilized in a desensitized conformation (red plot) relative to the ones in the closed/resting state (green and blue plots from

A and B).

(D) Mean ratio of the mobile over the immobile fractions (±SEM) for synaptic overexpressed SEP-GluA2 and conformational mutants of GluA2 (WT, n = 17 cells;

T686A, n = 20 cells; L483Y, n = 10 cells; S729C, n = 17 cells; one-way ANOVA, p = 0.0161, and Sidak’s post test p = 0.009, between T686A and S729C). The ratio

between the mobile and the immobile fraction is increased when the receptor stays in a desensitized conformation (red bar) compared to when it is in a closed/

resting state (green bar).

(E) Plot of the synaptic MSD versus time for overexpressed SEP-GluA2 and the conformational mutants of GluA2 (left panel). Desensitized receptors (red plot) are

less confined than closed/resting ones (green plot) (mean ± SEM, one-way ANOVA, p = 0.03, Sidak’s post test show that TA/SC is significantly different p = 0.02).

Median (±IQR) of the area under MSD are also represented (right panel) to illustrate cell to cell variability.

(F) Average distribution of the logarithm of the diffusion coefficient of pooled dendritic and synaptic overexpressed SEP-GluA2 and conformational mutants of

GluA2. The right panel is the mean ratio of the mobile over the immobile fractions of pooled dendritic and synaptic overexpressed SEP-GluA2 and its con-

formational mutants (WT, n = 18 cells; T686A, n = 20 cells; S729C, n = 17 cells, one-way ANOVA test, and Sidak’s post test).

(G) Average distribution of the logarithm of the diffusion coefficient of pooled dendritic and synaptic (left panel) overexpressed SEP GluA1 and its conformational

mutants. Mean ratio of the mobile over the immobile fractions for overexpressed SEP GluA1 and its conformational mutants of GluA1 (WT, n = 9 cells; T686A,

n = 14 cells; S729C, n = 11 cells; separate one-way ANOVA tests for mutants, with Dunnet’s post test).
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indicate the absence of a detectable change in mobility between

closed and open receptors.

Finally, we expressed the GluA2 S729C mutant, which is sta-

bilized in a desensitized state. We observed a striking 1.3-fold

higher mobility of desensitized synaptic receptors as compared

to those in a closed state (median values of the synaptic

immobile fraction in % with IQR for GluA2 S729C 53.30 IQR

41.95–64.05; for GluA2 T686A 67.05 IQR 61.65–71.40; unpaired

t test p = 0.0016). The mobile/immobile ratio of GluA2 S729C

desensitized receptors is significantly higher to that of closed

GluA2 T686A or wild-type receptors and similarly, the surface

explored by GluA2 S729C is larger than the one explored by

wild-type or always closed receptors (Figures 3C–3E). These

effects were even more striking when measured on total surface

GluA2 receptors (Figure 3F), as expected, since mobile recep-

tors tend to escape from synaptic sites. The three corresponding

point mutations in GluA1 induced similar and even more marked

modifications in AMPAR mobility, indicating that the conforma-

tion dependent AMPAR mobility is largely subunit independent

(Figures 3G and S3B).

Altogether, the increase in mobility of wild-type endogenous

receptors induced by glutamate and AMPA and the increased

mobility of mutants locked in a desensitized conformation indi-

cate that desensitized AMPAR are more mobile than closed or

open ones. This suggests that glutamate-induced conformation

changes leading to the desensitized state may trigger release of

receptors from synapses.

Desensitized AMPAR Are Stabilized for Shorter
Durations than Closed-Resting AMPAR
We analyzed individual synaptic trajectories of T686A and

S729C mutants lasting at least 2.5 s on neurons. For each time

frame, an instantaneous diffusion coefficient was calculated

(Figures 4A and 4B). This gives access to the evolution of the

mobility of each receptor in function of time, allowing the extrac-

tion of two parameters: the percentage of totally immobile trajec-

tories (log(D) < �2.1; Figure 4C) and the fraction of time spent

immobile (Figure 4D). The fraction of immobile receptors all along

their trajectory is significantly smaller for desensitized than for

closed receptors (Figure 4B, unpaired t test, p = 0.023). In paral-

lel, for receptors that alternate between mobile and immobile

states, the proportion of time spent immobile is lower for desen-

sitized receptors than for closed ones (Figure 4C, unpaired t test,

p = 0.007). Similarly, glutamate significantly decreased the

retention time of endogenous synaptic receptors (decrease of

10.5% ± 4.6%, n = 17, paired t test, p = 0.015). Altogether, this

indicates that desensitized receptors are trapped less efficiently

at synapses, resulting in a diminution in the proportion of

immobile receptor in the spine and a corresponding higher

exchange rate.

Glutamate-Mediated Increase in AMPAR Mobility Is Not
Correlated with a Change in their Nano-organization
We next investigated whether AMPAR nanoscale organization

depends on their conformational state. We and others previously

demonstrated that wild-type and expressed AMPAR are orga-

nized in nanodomains with a full width at half maximum of

�70 nm (MacGillavry et al., 2013; Nair et al., 2013). The T686A

and S729C GluA2 mutants formed nanodomains of similar

size, as measured by anisotropic Gaussian fitting of preseg-

mented clusters obtained on uPAINT high-resolution intensity

images (Nair et al., 2013) (Figures 4E and 4F). This indicates

that although desensitized AMPAR spend proportionally less

time in the immobile state, their overall nanoscale organization

is similar to that of closed receptors.

To confirm this finding, we performed d-STORM experiments

on endogenous GluA2 subunits before and after application of

glutamate (Figure 4G). The nanodomain size did not vary signif-

icantly upon glutamate application (median values of the length

(l) and width (w) in nm with IQR in control condition: w = 46.9

IQR 39.9–58.1; l = 75.4 IQR 55.65–104.5 and after glutamate

treatment: w = 46.4 IQR 39.19–56.64; l = 67.95 IQR 56.0–

88.58; Mann-Whitney test, p = 0.6203 for width, p = 0.1856 for

length; Figure 4H). In parallel, we estimated the total number of

Figure 4. Glutamate-Induced Increase in Mobility Is Due to a Remobilization of Trapped Receptors without Affecting Nanodomain Structure

(A and B) Representative synaptic trajectories and the variation of their instantaneous diffusion versus time obtained by tracking GluA2 S729C and GluA2 T686A

conformational mutants, respectively. The dark dashed line represents the threshold under which receptors are considered as immobile. S729Cmutant are more

mobile than the T686A ones. Two parameters can be extracted from these trajectories. The first one is the fraction of receptors which are immobile (C). The

second one is the fraction of time AMPAR are immobile measured on trajectories which alternate between mobile and immobile behavior (D).

(C) Fractions of receptors which are immobile (log [D] < �2.1) all along their trajectory duration for GluA2 S729C and GluA2 T686A mutants (mean ± SEM; n = 17

cells for GluA2 S729C, n = 13 cells for GluA2 T686A, unpaired t test, p = 0.023).

(D) Percentage of time AMPAR are immobile on their trajectory when they are partially mobile for GluA2 S729C and GluA2 T686A (mean ± SEM; n = 17 cells for

GluA2 S729C, n = 13 cells for GluA2 T686A, unpaired t test, p = 0.007).

(E) Sample superresolved intensity images obtained by uPAINT on neurons expressing GluA2 T686A (top) or GluA2 S729C (bottom). Arrows point to AMPAR

nanodomains. Distribution of AMPAR nanodomain length measured for GluA2 S729C and GluA2 T686A (F). Nanodomain sizes are similar for receptors locked in

the desensitized or in the closed conformation (S729C, n = 205 nanodomains; T686A, n = 83 nanodomains; Mann-Whitney test, p = 0.086).

(G) Sample superresolution intensity images of spines obtained using d-STORM on neurons live stained for endogenous GluA2. After live incubation with

antibodies against GluA2, neurons were incubated for 2 min either in the presence of vehicle (top) or in the presence of 100 mM glutamate (bottom).

(H) Width and length of AMPAR synaptic nanodomains. Nanodomain sizes were measured by anisotropic Gaussian fitting clusters obtained on d-STORM

images. Nanodomain length and width (mean ± SEM) in control conditions and after application of 100 mM glutamate are plotted (left, n[ctrl] = 149 and n[Glu] =

174 nanodomains, Mann-Whitney test, p > 0.1 for both width and length). Nanodomain size is not impacted by glutamate application.

(I and J) Cumulative distribution and, in the insert, mean of spine and nanodomain AMPAR content, respectively. The total number of AMPAR inside spines was

estimated by counting the single emitters. The cumulative distribution and the average number of single emitters per spines are reported in control and glutamate

treated conditions (mean ± SEM; n = 77 and 78 spines, respectively; Mann-Whitney test, p = 0.038). As for the spine level, the number of AMPAR in nanodomains

was estimated in control and glutamate treated conditions (mean ± SEM; n = 226 and 189 nanodomains, respectively, Mann-Whitney test, p < 0.0001). Upon

glutamate treatment, the number of AMPAR inside both spines and nanodomains significantly decreases.
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AMPAR present in spines and in individual nanodomains before

and after glutamate treatment by dividing the total number of sin-

gle-molecule detection events in a spine or a nanodomain by the

average number of detection events determined for isolated

fluorescent spots that likely represent individual receptors (Nair

et al., 2013). Cumulative frequencies of the number of single

emitters per spine and nanodomain are represented in Figures

4I and 4J. In both cases, we observed a decrease of �20% in

the number of single emitters when neurons were treated with

glutamate (median values of the number of single emitters per

spine [s] and per nanodomain [n] with IQR in control condition:

s = 58.13 IQR 34.86–102.5, n = 11.02 IQR 6.673–22.01 and after

glutamate treatment, s = 46.21 IQR 31.17–75.20, n = 8.337 IQR

5.481–13.40). This represents a loss of �12 AMPAR per spine

(Figure 4I) and three AMPAR per nanodomain upon glutamate

application (Figure 4J). Altogether these data indicate that gluta-

mate mediates a mobilization of synaptic AMPAR which leads to

a loss of receptors contained in spines and nanodomains. This is

not associated with a major change in their subsynaptic organi-

zation at the nanoscale level.

Molecular Basis of Glutamate-Induced Increase
in AMPAR Mobility
We and others previously demonstrated (Bats et al., 2007; Nair

et al., 2013; Opazo et al., 2010; Schnell et al., 2002; Sumioka

et al., 2010; Tomita et al., 2005a) that synaptic AMPAR stabiliza-

tion is mainly based on interactions within a tripartite complex

composed of the cytoplasmic scaffold PSD-95, the AMPAR

auxiliary protein stargazin, and the AMPAR. To decipher the

molecular basis of glutamate-induced increase in AMPAR

mobility, we investigated possible modifications in the interac-

tion between stargazin and AMPAR.

Previous work indicated that glutamate induces a dissociation

of stargazin from AMPAR (Morimoto-Tomita et al., 2009; Tomita

et al., 2004), although this has been debated (Nakagawa et al.,

2005; Semenov et al., 2012). We thus investigated whether the

glutamate-induced increase in AMPAR mobility could originate

from a loss of avidity of stargazin for specific AMPAR conforma-

tional states. We coexpressed the various GluA1mutants locked

in the closed and desensitized conformation in HEK cells

together with WT GluA2 and stargazin and used coimmunopre-

cipitation to measure their interaction (Figures 5A and 5B). Strik-

ingly, the S729C desensitizedmutant displayed a 60% reduction

in binding to stargazin compared to WT and closed forms of

GluA1. In order to further test if glutamate-induced stargazin

detachment from AMPAR is at the origin of their increased

mobility, we measured the effect of glutamate on the mobility

of GluA1-stargazin tandems in which the intracellular C terminus

of GluA1 is fused to the N terminus of stargazin (Figure 5D), pre-

venting any possible dissociation. This tandem has been previ-

ously shown to form functional AMPAR (Morimoto-Tomita

et al., 2009). The tandem was tracked by uPAINT using an

ATTO 647N tagged anti-GFP nanobody. The tandem presented

a decreased mobility compared to WT (compare Figures 5C and

5D), fully compatible with the key role of stargazin in immobilizing

AMPAR (Bats et al., 2007). This stabilization was likely mediated

through interactions with PSD scaffold proteins, since truncating

the PDZ ligand of the chimeric GluA1-stargazin resulted in a

construct with very high mobility (data not shown). Bath applica-

tion of 100 mM glutamate did not increase the mobility nor the

mobile/immobile ratio of the GluA1-stargazin tandem, while it

increased both when GluA1 was expressed alone (Figures 5C

and 5D). Moreover, after application of glutamate, the area

explored by the tandem remained unchanged, whereas this

area increased for GluA1 (Figures 5C and 5D, right panels).

These experiments suggest that the glutamate-induced increase

in AMPAR mobility is due to a decreased association of the

AMPAR desensitized state with auxiliary proteins.

Acute Stimulation of Synapses by Glutamate Uncaging
Mobilizes AMPAR
An important question is to know if the glutamate-induced

increase in AMPARmobility occurs physiologically since AMPAR

desensitize even after a brief exposure to glutamate (Colquhoun

et al., 1992). As a first step, we refined spatiotemporally the

application of glutamate by using two-photon MNI-glutamate

uncaging in the presence of the blockers used for bath applica-

tion of glutamate (Figure 6A). We first verified that 2P glutamate

uncaging triggers currents comparable to spontaneous excit-

atory postsynaptic currents (EPSCs) (Figure 6B). We then

compared the mobility of AMPAR before and after uncaging,

either at uncaged (Figure 6C) or neighboring synapses (Fig-

ure 6D) on the same neuron. Glutamate uncaging induced a

specific increase in AMPAR mobility at uncaged synapses,

supported both by an increase in the median diffusion and a

decrease in the confinement. This increased mobility is more

modest that the one observed during bath application of gluta-

mate. This result was expected, since the area over which 2P

uncaging is performed is small and the time of glutamate pres-

ence very short, while tracking measurements are performed

during 0.5 s, a period during which a significant fraction of

AMPAR have recovered from desensitization. We performed

similar experiments with one-photon uncaging ofMNI-glutamate

and found similar results (Figure S4). Together, these results

corroborate and refine our initial findings with bath application

of glutamate: brief application of glutamate increases AMPA

receptor mobility at synapses.

Glutamate-Induced Increase in Desensitized AMPAR
Mobility Tunes Short-Term Synaptic Plasticity
We have previously shown that AMPAR fast diffusion tunes

frequency-dependent synaptic transmission in paired-pulse ex-

periments by allowing desensitized receptors to be replaced by

naive ones, thus accelerating recovery from desensitization-

induced synaptic depression (Frischknecht et al., 2009; Heine

et al., 2008; Opazo et al., 2010). We thus investigated whether

the glutamate-induced mobility of desensitized receptors could

directly participate in explaining our previous findings that mo-

bile AMPAR are necessary for fast recovery from synaptic

depression during high frequency stimulus trains. To this aim,

we performed whole-cell patch-clamp measurements of short-

term synaptic plasticity in hippocampal neurons expressing

SEP-GluA1 either alone or coexpressed with the tandem

SEP-GluA1-stargazin. To investigate the impact of mobility, we

used the classical antibody-mediated crosslink approach to

immobilize expressed receptors and then applied 20 Hz stimulus
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trains to stimulate presynaptic axons and evoke a series of

EPSCs.

In control cells expressing SEP-GluA1, we observed short-

term facilitation of the EPSCs. The fifth response was on average

increased to 120% of the amplitude of the first EPSC of the train

(Figures 7A and S5A). Consistent with what we demonstrated

previously for paired-pulse protocols (Heine et al., 2008), cross-

linking surface SEP-GluA1-containing AMPAR with an anti-GFP

antibody for 5 min caused a marked decrease in the EPSC

amplitudes during the train (p = 0.0301, Welch’s two-tailed

t test), where the fifth EPSC decreased to 78% of the amplitude

for the first response of the train (Figure 7A). This short-term
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Figure 5. Glutamate-Induced AMPAR Mobility Is Abolished for the Chimera GluA1/Stargazin

(A) Coimmunoprecipitation experiment on extracts from HEK cells coexpressing GluA2 and wild-type, desensitized, or closed mutants of GluA1 with or without

(Ctrl) stargazin as indicated in the figure. Immunoprecipitation of GluA1 was performed using an antibody directed against the extracellular domain. The samples

were analyzed with anti-GluA1, anti-GluA2, and anti-Stg for each condition.

(B) Quantification of five GluA1/GluA2/stg immunoprecipitation experiments. The Stg binding to desensitized receptor is significantly reduced (mean ± SEM; n = 5

experiments, one-way ANOVA with Dunnet’s post test).

(C and D) Left panel insets show schemes representing the hypothetical stargazin and GluA1 interactions and their corresponding mobility before and after

glutamate application, in control condition (endogenous stargazin and expressed SEP-GluA1) in (C) and when the two proteins are genetically fused (SEP-GluA1-

stargazin chimera) in (D). (Left panels) Distributions of the logarithm of the diffusion coefficients. Middle panels: paired ratio of the mobile over the immobile

fraction before and after treatment with 100 mM glutamate (for GluA1: n = 10 cells, paired t test, p = 0.024; for GluA1-stargazin chimera: n = 13 cells, paired t test,

p > 0.05). Glutamate mobilizes synaptic GluA1-containing AMPAR but not GluA1-stargazin chimera. Right panels show plots of the synaptic MSD versus time

before and after application of glutamate (100 mM).
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depression did not appear to be associated with much larger

initial EPSC amplitudes that could otherwise be expected for a

higher release probability (Figure 7A). Corroborating the speci-

ficity of the antibody crosslink for expressed receptors, a

depressive effect on short-term plasticity was not observed

when applying the anti-GFP to cells expressing GluA1 without

the amino-terminal SEP fusion (Figure S5A). We then performed

similar experiments on neurons expressing the GluA1-stargazin

tandem. In the control cells (without antibody crosslinking), the

ESPCs already depressed during the train (fifth EPSC to 75%),
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Figure 6. Acute Stimulation of Synaptic AMPAR with Glutamate 2-P Uncaging Mobilizes AMPAR

(A) Top panel shows an illustration of the protocol used for control and glutamate uncaging assays. Lower panel shows an epifluorescence image of a neuron

expressing eGFP-Homer 1c as a synaptic marker and the position of uncaging spots indicated with red dots. One protocol round consists of a 10 s baseline

recording followed by 10 uncaging laser pulses at 2 Hz, and by 10 s without recording and stimulation to avoid overstimulation. For each cell, five consecutive

rounds were recorded.

(B) Examples of electrophysiological currents recorded in the presence of 2.5 mMMNI-glutamate when, from the top to the bottom, the laser is off (no uncaging),

laser is on (uncaging) and when synaptic transmission occurred spontaneously and independently of the laser trigger.

(C and D) Left panels show epifluorescence images and synaptic GluA2 trajectories before and during laser pulses at the uncaged synapses (C) and the neighbor

synapses (D).Middle and right panels show, respectively, the plots of themedianmobility value per cell and the synapticMSD versus time, before and during laser

pulses. AMPAR are less confined after glutamate uncaging (n = 8 cells, paired t test p < 0.01 and p > 0.05 for uncaged and neighbor synapses, respectively).
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likely as a direct consequence of the lower mobility of this

construct (Figures 5D and 7A). We observed a similar effect on

short-term plasticity when we coexpressed GluA1 with a

GluA2-stargazin tandem (Figure 7B), indicating that the effect

was not unique to the GluA1-stargazin tandem. Interestingly,

when we tried crosslinking the GluA1-stargazin tandem, we did

not observe much further depression during the train (fifth

EPSC to 67%), thus demonstrating that fusion of GluA1 to star-

gazin occludes the depressive effect of crosslinking on short-

term synaptic plasticity. Altogether, these experiments establish

that preventing GluA1 or GluA2 dissociation from stargazin pre-

vents the positive impact of AMPAR diffusion on recovery from

short-term depression.

DISCUSSION

Using high-density single-molecule tracking on live and fixed

neurons as well as biochemistry, electrophysiology, and gluta-

mate uncaging, we investigated the impact of changes in

AMPAR conformational states on their surface diffusion,

confinement, and nanoscale organization. Our results on both

wild-type AMPAR and point mutants of GluA1 and GluA2 sub-

units locked in various conformational states establish that

desensitized AMPAR are more mobile than closed or open

ones due to less avidity for stargazin. This glutamate-induced

increase in AMPAR mobility removes a fraction (�20%–30%)

of receptors from nanodomains and synaptic sites but does

not modify the overall nanodomain organization of AMPAR.

Finally, we show that the increased mobility of desensitized re-

ceptors plays a key role in fast synaptic transmission, enabling

rapid turnover of AMPAR opposed to glutamate release sites.

This allows synapses to recover faster from high-frequency

short-term depression consequent to AMPAR desensitization.

Glutamate Binding Induces an Increase in the
Proportion of Mobile AMPAR Independent of
Intracellular Signaling
The use of single-molecule detection allowed us to obtain the full

distribution of AMPAR behavior and detect that �20%–30% of

AMPAR increase their mobility upon glutamate binding in a

dose-dependent manner. Glutamate has long been shown to

regulate AMPAR traffic. Three main pathways have been
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the Effect of AMPAR Crosslinking

(A) The diagrams on the left represent the experi-

mental paradigm: SEP-GluA1 and endogenous

stargazin are expressed separately or linked in a

SEP-GluA1-stargazin tandem. GluA1 interact with

stargazin (maroon, either endogenous or cova-

lently linked) that traps AMPARs at synapses via

PDZ interactions. To test the role of AMPAR

mobility during a train of stimulation, lateral diffu-

sion was blocked by crosslinking the receptors

with an anti-GFP antibody (X-Link). The middle

panels represent the average EPSC trains (five

pulses at 20 Hz), for example cells in conditions

with and without crosslinking. (Right) Plots of the

EPSC amplitude normalized to the initial EPSC for

stimulations with (n = 5 cells) and without (n = 6

cells) crosslinking. When GluA1 cannot dissociate

from stargazin, EPSCs elicited by a train of stim-

ulation already have depressed short-term plas-

ticity, which occludes crosslinking (n = 7 cells, both

with and without crosslinking).

(B) The same experiments performed with SEP-

GluA2 and SEP-GluA2-Stg tandem (both coex-

pressed with SEP-GluA1) lead to a similar

conclusion. (Left) Average EPSC trains for all cells

in each group. (Right) Plots of EPSC amplitude

with normalization to the initial EPSC. n = 15, 5,

and 8 cells in the vehicle, X-link, and tandem

conditions, respectively. (A and B) statistics with

Welch’s ANOVA test comparing the sum of

normalized EPSC amplitudes. Log-transformed

initial EPSC amplitudes were not significantly

different in (A), top (p = 0.748, Welch’s t test), or (B)

(p = 0.260, Welch’s ANOVA test). Scale bars are

50 pA and 25 ms.
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identified in this process. First, glutamate-induced increase in

intracellular calcium during high-frequency stimulation triggers

AMPAR immobilization and accumulation at synaptic sites

(Borgdorff and Choquet, 2002; Heine et al., 2008; Opazo et al.,

2010). This effect is largely mediated by CaMKII-induced phos-

phorylation of the AMPAR auxiliary protein stargazin, which sta-

bilizes AMPAR by increasing binding to PSD-95. Second, the

low-frequency stimulation induced increase in AMPAR mobility,

which results in AMPAR loss from synaptic sites (Shepherd

and Huganir, 2007; Tardin et al., 2003). Both these effects rely

on intracellular signaling and have been proposed to underlie

long-term synaptic plasticity. Third, and less characterized,

activation of AMPAR has been proposed to trigger their endocy-

tosis by a signaling-independent process (Beattie et al., 2000; Lin

et al., 2000; Tomita et al., 2004). This is fully consistent with our

observation that glutamate and AMPA induce an increase in AM-

PAR diffusion that does not depend upon intracellular signaling.

AMPAR Conformational Changes Trigger Their
Increased Mobility
Glutamate binding triggers major changes in AMPAR conforma-

tion that lead to opening of the ion pore and ultimately entry into

the desensitized state. Recent work onGluA subunits (Dürr et al.,

2014; Meyerson et al., 2014; Nakagawa et al., 2005) indicates

that, in the desensitized state, all the extracellular N-terminal

domain composed by both the amino-terminal (ATD) and the

ligand binding (LBD) domains undergo major rearrangements,

resulting in a separation of the four subunits from 25 Å up to com-

plete separation of the ATDs. Our experiments indicate that the

AMPAR conformational changes triggered by glutamate are

enough to increase their surface diffusion. First, bath glutamate

application, glutamate uncaging, and even endogenous ambient

glutamate trigger increased AMPAR diffusion. Second, pharma-

cological manipulations that favor either the AMPAR closed state

(NBQX, Figure 2C) or prevent desensitization (CTZ, Figure S1C)

slow down AMPAR. Third, point mutants of GluA1 or GluA2 that

lock AMPAR in a desensitized conformation display a robust in-

crease in diffusion as compared to wild-type AMPAR, or AMPAR

locked in the closed or open conformations. Fourth, coapplica-

tion of glutamate andCTZ or expressing the LYmutation suggest

that AMPAR in the open state move similarly to the closed ones.

We have no certitude as to why the effect is more robust in GluA1

than GluA2 mutants, but this could simply arise from the more

physiological expression of GluA1 than GluA2 homomers. In

complement, we found that AMPA has a less profound effect

on mobility than the physiological agonist, glutamate. Indeed,

AMPA is known to trigger not exactly the same conformation

changes in AMPAR as glutamate (Jin et al., 2003). Finally, recent

results at the Drosophila neuromuscular junction also indicate

that mutations changing gating properties alter GluR distribution

and trafficking, although on a much slower timescale (Petzoldt

et al., 2014).

Altogether, these studies and our results indicate that gluta-

mate-induced entry of AMPAR into the desensitized state is

associated with major structural rearrangements paralleled by

increased receptor surface diffusion. Thus a major question is

this: how could changes in the AMPAR ATD and LBD domains

lead to their freeing from synaptic anchors?

Molecular Mechanism of Glutamate-Induced AMPAR
Diffusion
Among all the protein-protein interactions accounting for

AMPAR stabilization in the PSD, only a few are good candidates

to be modulated by glutamate-induced AMPAR conformational

changes. The GluA C terminus being largely nonstructured, it is

hard to conceive how a change in the ATD/LBD organization

could transfer into changes in GluA C terminus-scaffold interac-

tions. Alternatively, the TARP family of AMPAR auxiliary subunits

plays a central role in regulating AMPAR anchoring at synapses

(Bats et al., 2007; Schnell et al., 2002). Stargazin binds AMPAR

tightly through a large interface including the AMPAR extracel-

lular domains (Cais et al., 2014; Tomita et al., 2004) and stabilizes

the complex in the synapse through binding of its C terminus to

PDZ domain-containing scaffolds such as PSD-95. The AMPAR-

TARP-PSD-95 complex has been suggested to account in large

part for basal and activity-dependent AMPAR immobilization at

synapses (Bats et al., 2007; Opazo et al., 2010; Schnell et al.,

2002; Tomita et al., 2005b). However, it is hard to conceive

how a change in AMPAR conformation could translate into a

decrease in TARP/PSD-95 interaction.

An initial biochemical study suggested that AMPAR dissociate

rapidly from TARPs upon binding to glutamate and are internal-

ized, whereas TARPs remain stable at the plasma membrane

(Tomita et al., 2004), but in other following studies, rapid

agonist-driven dissociation has not been observed (Nakagawa

et al., 2005; Semenov et al., 2012). Most interestingly, we found

now that the TARP-AMPAR interaction depends on AMPAR

conformational state, desensitizedAMPARbinding less stargazin.

Our results thus indicate that increased AMPAR mobility upon

glutamate binding is due to the specific dissociation of

desensitized AMPAR from stargazin, allowing them to diffuse

out of TARP anchoring sites at synapses such as PSD-95 slots

(Figure8).Thisdissociationcouldarise from the largestructural re-

arrangement of the extracellular domain occurring upon AMPAR

desensitization that likely impacts the normal engagement of

both the ATD and LBD of AMPAR in the TARP-AMPAR interface

(Cais et al., 2014). This hypothesis is supported by the fact that

the GluA-stargazin tandems, which cannot be dissociated by

glutamate binding, are less mobile than GluAs alone, and more

importantly, that their mobility is not affected by glutamate.

While over 95% of AMPAR become desensitized within a few

milliseconds upon glutamate binding (Colquhoun et al., 1992),

we observed a change in mobility in only 35% of the receptors

at the most. The large interface involved in AMPAR/TARP inter-

action (Cais et al., 2014; Priel et al., 2005; Tomita et al., 2005a;

Turetsky et al., 2005) goes together with the high stability of

the resting AMPAR/TARP complex reported in biochemical ex-

periments (Schwenk et al., 2012; Tomita et al., 2004). We sug-

gest that only some desensitized AMPAR have a lower affinity

for TARPs, which is compatible with the existence of various de-

sensitized AMPAR conformations (Dürr et al., 2014; Meyerson

et al., 2014; Nakagawa et al., 2005). These various conforma-

tions would present different levels of mobility, depending on

whether they are bound or not to a TARP. This hypothesis is

further supported by our biochemical experiments that indicate

a lower, but not fully abolished, binding of desensitized AMPAR

to stargazin (Figure 5A). In addition, given the high density of
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receptors within each nanodomain, it is conceivable that recep-

tors at the center of the domain resensitize before they have the

opportunity to escape the domain due to steric hindrance.

Physiological Consequences of the Enhanced AMPAR
Diffusion upon Desensitization
AMPAR fast diffusion in and out of synapses allows faster recov-

ery from desensitization-dependent paired-pulse depression for

stimulation frequencies between 10 and 100 Hz (Frischknecht

et al., 2009; Heine et al., 2008). All processes accelerating

AMPAR diffusion increase recovery from paired-pulse depres-

sion by favoring stochastic exchange of desensitized receptors

by naive ones. It was tempting to speculate that the mechanism

would be even more efficient if desensitized AMPAR would

escape faster from the postsynapse than naive ones.

In parallel, recent work (MacGillavry et al., 2013; Nair et al.,

2013) demonstrated that around half of AMPAR are stabilized

in 80 nm diameter nanoclusters in the postsynaptic density, the

other part diffusing rapidly in between them (Nair et al., 2013).

Our present experiments indicate that an �20%–30% fraction

of immobile AMPAR become mobile upon glutamate binding.

This percentage is similar to the fraction of receptors lost from

nanodomains upon glutamate application observed in d-STORM

experiments. Interestingly, this loss does not modify the overall

organization of AMPAR in nanodomains. We thus postulate

that the increased mobility of a fraction of desensitized AMPAR

is important to accelerate their exit from immobilization sites

such as nanodomains to help synapses recover faster from

desensitization-dependent depression. In agreement, we found

that expression of the GluA-stargazin tandem, which blocks
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PDZ protein

GluA subunits

TARP

Glutamate 
releaseT=1 ms T=3 ms T=20 ms T=50 ms Glutamate
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Glutamate

Opened Desensi�zedA

B

Closed AMPAR
Opened AMPAR 
Desensi�zed AMPAR
TARP

Figure 8. Hypothetical Model of Glutamate-Induced AMPAR Mobility and Effect on Synaptic Organization

(A) AMPAR are tightly coassembled with TARP at least via its transmembrane (TMD) and ligand-binding domain (LBD); the drastic changes operating at the LBD

and ATD in the presence of glutamate lead to the desensitization of the AMPAR and to a decrease of its avidity for TARP. This effect could trigger a detrapping of

AMPAR and an increase of its mobility.

(B) The schemes represent a top view of a synapsewhere naive (closed-green) AMPAR are regrouped partly in a nanocluster. The first glutamate release activates

AMPAR during the first ms (T = 1 ms, blue, synaptic area covered by glutamate represented by yellow circle), then they quickly desensitize (T = 3 ms, red). This

conformational change triggers an increase of AMPARmobility, freeing TARP immobilization site. Free diffusive closed receptor can be specifically trapped at this

free site (T = 20 ms), allowing a renewing of AMPAR in the nanocluster (T = 50 ms). Desensitized receptors are now out of the release site, and closed receptors

replace them inside the nanocluster. This specific glutamate-induced mobility of desensitized AMPAR can be at the base of the constant receptor turnover

essential for fidelity of fast synaptic transmission.
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glutamate-induced dissociation and maintains receptors immo-

bile, increased short-term depression. In parallel, as found previ-

ously, crosslinking wild-type surface GluA1 or GluA2 also

increased short-term depression, by preventing the exchange

of desensitized receptors for naive ones (Heine et al., 2008).

It was previously proposed that receptor desensitization pro-

motes the transient dissociation of TARP-AMPA receptor com-

plexes within a few milliseconds (Morimoto-Tomita et al., 2009)

and that this process accounts for the bell-shaped curve of

native AMPAR steady-state glutamate-induced current concen-

tration-response curves, reflecting the autoinactivated concen-

tration-response behavior. The authors postulated further that

this dissociation mechanism could contribute to synaptic

short-term modulation by promoting paired-pulse depression,

given that stargazin tends to decrease desensitization rates

(Morimoto-Tomita et al., 2009; Priel et al., 2005). This is at vari-

ance with our results with the GluA1 or GluA2 chimera that

both display an increased synaptic depression. Interestingly, a

recent study (Semenov et al., 2012) found that a fusion protein

which links the carboxyl terminus of GluA4i to the N terminus

of stargazin shows similar autoinactivation to that observed in

the case of separately expressed proteins, which is also in

contrast to the previous results (Morimoto-Tomita et al., 2009)

where covalent linkage between GluA1 and stargazin was

reported to abolish autoinactivation. The reason for these dis-

crepancies is not clear but may originate from the differences

in subunits and/or linkers used for the chimera construct.

In conclusion, we propose that the increasedmobility of a frac-

tion of desensitized AMPAR is an important process to specif-

ically allow them to diffuse out of individual nanodomains in

which they would otherwise remain locked (Figure 8). Our previ-

ous simulation work established that AMPAR in nanodomains

can account for as much as 70% of EPSCs (Nair et al., 2013).

As AMPAR are stable in nanodomains and highly diffusive in

between them, freeing desensitized AMPAR from their anchor

allows them to quickly diffuse away from the glutamate bathed

area in between consecutive vesicle releases. This fast

exchange between desensitized and naive receptors allows

maintenance of the fidelity of synaptic responses during high-

frequency stimulation (Choquet, 2010; Heine et al., 2008). Our

results provide a simple explanation to the regulation of synaptic

transmission observed through modulation of AMPAR mobility.

EXPERIMENTAL PROCEDURES

Molecular Biology, Biochemistry, Cell Culture, and Transfection

Cloning of plasmids and cultures of rat hippocampal neurons was performed

as in Nair et al. (2013) (see Supplemental Experimental Procedures for details).

Direct Stochastic Optical Reconstruction Microscopy, uPAINT

Experiments, Receptor Tracking, and Analysis

Single-molecule fluorescent spots were localized in each frame and tracked

over time as in Giannone et al. (2010) and Nair et al. (2013) (see Supplemental

Experimental Procedures for details).

Glutamate Uncaging and Scavenging Experiments

1-P and 2-P uncaging experiments as well as glutamate scavenging were

done using an inverted motorized microscope (Nikon Ti, Japan) equipped

with a 1003 PL-APO objective (1.49 NA) (see Supplemental Experimental Pro-

cedures for details).

Ca2+ Imaging, Electrophysiological Recordings, and Crosslinking

Experiments

Calcium imaging and electrophysiological recordings and receptor cross-

linking were performed following Heine et al. (2008) (see Supplemental Exper-

imental Procedures for details).

Statistics

Statistical values are given as mean ± SEM unless stated otherwise (see

Supplemental Experimental Procedures for details).

Ethical Approval

All experiments were approved by the Regional Ethical Committee on Animal

Experiments of Bordeaux.

SUPPLEMENTAL INFORMATION

Supplemental Information includes five figures and Supplemental Experi-

mental Procedures and can be found with this article at http://dx.doi.org/10.

1016/j.neuron.2015.01.012.
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Rationale for Supplemental Figures : 

 

Supplemental Figure 1. Pharmacologically-induced changes in receptor 

diffusion are not restricted to synapses, but they appear dependent on the dose 

of glutamate and are observed for AMPARs but not Kainate receptors. 

This Supplemental Figure is associated to Figure 1. Its shows (A) diffusion coefficient 

of pooled dendritic and synaptic endogenous GluA2-containing AMPARs before and 

after application of 100 µM glutamate (B) Modulation of synaptic endogenous GluA2-

containing AMPAR by application of 20 µM, 300 µM and 1 mM of glutamate (C) 

Modulation of endogenous GluA2-containing AMPAR synaptic mobility by application 

of 20 µM cyclothiazide (D) Absence of modulation of GluK2-containing Kainate 

receptor synaptic mobility. 

 

Supplemental Figure 2. The GluA2 SC mutant tend to accumulate less in 

synapses than the other receptor type. 

This Supplemental Figure is associated to Figure 3. It shows the ratio of synaptic over 

extrasynaptic fluorescence intensity when the various WT and mutated forms of GluA2 

are expressed 

 

Supplemental Figure 3. Glutamate fails to mobilize the T686A GluA2 mutant 

stabilized in a closed conformation and diffusion properties of GluA1 

conformational mutants. 

This Supplemental Figure is associated to Figure 3. It shows diffusion coefficient of 

synaptic T686A GluA2 before and after global application of 100 µM glutamate (A) and 

average distribution of the logarithm of the diffusion coefficient of synaptic (B). 

 

Supplemental Figure 4. Acute stimulation of synaptic AMPARs with 1-P 

glutamate uncaging increases their mobility. 

This Supplemental Figure is associated to Figure 6.  It shows regulation of AMPAR 

mobility by 1P uncaging. 
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Supplemental Figure 5. The synaptic depression observed when crosslinking 

with the anti-GFP antibody is specific to expressed SEP-GluA receptors. 

This Supplemental Figure is associated to Figure 7. It shows a control of AMPAR 

crosslinking impact on short term plasticity. 
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SUPPLEMENTARY METHODS 

Molecular biology 

eGFP-Homer 1c plasmid is a gift from S. Okabe (Tokyo University, Tokyo). For 

dDsRed Homer 1c, coding DNA for Homer 1c was first subcloned in the eukaryotic 

vector pcDNA3 at EcoR1 sites before insertion of the dimeric DsRed at the amino-

terminal position between HindIII/EcoRI sites. Coding DNA for GluA2 was first 

subcloned into the eukaryotic vector pcDNA3 before SEP was subcloned between 

GluA2 and its signal peptide. Published mutants of SEP-GluA2 were generated by site-

directed mutagenesis (Armstrong et al., 2006; Stern-Bach et al., 1998; Sun et al., 

2002); point mutations were made using the following primers: A2 L483Y (F- 

GCAATTGCTCCATTAACTATCACTTACGTGAGAGAAGAGGTG, R-

CACCTCTTCTCTCACGTAAGTGATAGTTAATGG AGCAATTGC), A2 S729C (F-

GGCAACCTGGATTGCAAAGGCTACGGC, R-

GCCGTAGCCTTTGCAATCCAGGTTGCC), A2 T686A (F-

CTGTGTTTGTGAGGACTGCAGCAGAAGGAGTAGCCAG, R- 

CTGGCTACTCCTTCTGCTGCAGTCCTCACAA ACACAG). Similarly, coding DNA for 

GluA1 was first subcloned in the eukaryotic vector prK5 before SEP insertion at its 

amino-terminal end by subcloning. Point mutants of SEP GluA1 were generated by 

directed mutagenesis using the following primers: A1 S725C (R-

GGTAACTTGGATTGCAAAGGCTACGGC, F-

GCCGTAGCCTTTGCAATCCAAGTTACC), A1 T682A (F- 

GCAGAACCATCCGTGTTTGTTCGGACCGCAGAGGAA GGCATGATCAGAGTG, R-

CACTCTGATCATGCCTTCCTCTGCGGTCCGAA CAAACACGGATGGTTCTGC). 

The tandem GluA1-Stargazin, described in (Morimoto-Tomita et al., 2009), is a gift 

from S. Tomita (New haven, Connecticut). This tandem was tagged with SEP by 

subcloning the amino-terminal part of SEP GluA1 in the coding DNA of GluA1-

stargazin at EcoRI/BamHI sites. The tandem GluA1‐stargazin-dPDZ was cloned by 

amplification with the reverse primer: ggcAAGCTTGGATCCTTAccggcggttggctgtgttgg, 

to remove the PDZ ligand. In order to create the chimeric GluA2‐stargazin, we first 

subcloned the coding sequence of GluA2 in place of GluA1 in the GluA1‐stargazin; as 

in the original GluA1‐stargazin tandem, there was no additional linker sequence 

between the two C-terminus of GluA2 and the N-terminus of Stargazin. We then cloned 

the entire coding sequence of the tandem into the pBI Tet-on inducible vector system 
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(Clonetech). Takara Bio Group, Kyoto, Japan. The SEP-GluK2 construct was a gift 

from C. Mulle (Bordeaux, France). The amino acid positions are numbered with 

reference to the mature untagged protein, where the native signal peptides are 18 and 

21 amino acids long for GluA1 and GluA2 respectively. The flip splice variant of GluA1 

was used in experiments comparing the behavior of GluA1 with the tandem GluA1-

stargazin. The Q/R-edited flop splice variant of GluA2 was used in experiments 

comparing the behavior of GluA2 with the tandem GluA2-stargazin.   

Cell culture and transfection 

Hippocampal neurons from E18 Sprague-Dawley rats were cultured on glass 

coverslips according to the Banker protocol (Banker and Cowan, 1977). Neurons were 

transfected with SEP-GluA2(S729C), SEP-GluA2(WT), SEP-GluA2(L483Y), SEP-

GluA2(T686A), SEP-GluA1(S725C), SEP-GluA1(WT), SEP-GluA1(T682A), SEP-

GluA1-stargazin tandem, SEP-GluK2 in combination with dDsRed-Homer1c using 

Effectene kit (Qiagen N.V., Venlo, Netherlands) at 9-11 days in vitro. eGFP-Homer1c 

was expressed in neurons by nucleofection before plating with Nucleofactor TMII 

device (Lonza Cologne GmBH, Germany). As for endogenous receptors, the 

expressed GluA2 variants were edited at the Q/R site. When SEP-GluA2 subunits were 

expressed, 10 µM of IEM1460 (Tocris Bioscience, Bristol, UK) was added to the culture 

medium after transfection to prevent the cytotoxicity induced by GluA2.   

uPAINT experiments 

uPAINT was performed as reported in (Giannone et al., 2010). To track endogenous 

GluA2-containing AMPAR, an anti-GluA2 antibody given by E. Gouaux (Portland, OR) 

labeled with ATTO 647N-NHS-ester (Atto-Tec, Siegen, Germany) was used. 

Dissociated neurons were nucleofected at the time of plating with eGFP-Homer1c. 

When tracking overexpressed receptors GluK2, GluA2 or GluA1 subunits tagged with 

SEP were tracked using GFP nanobodies labeled with ATTO 647N-NHS-ester (Atto-

Tec, Siegen, Germany), as described previously (Giannone et al., 2010). Co-

transfection of GluK2, GluA2 or GluA1 subunit with dDsRed Homer1c enabled synapse 

identification. Experiments took place at 13-16 days in vitro. Cells were imaged at 37°C 

in an open chamber (Ludin chamber, Life Imaging Services, Switzerland) filled with 

600µL of HEPES-based solution Tyrode’s solution composed of 10 mM HEPES, 5 mM 

KCl, 120 mM NaCl, 2 mM MgCl2, 2 mM CaCl2, 10mM glucose. The pH was adjusted 

to 7.4 with NaOH and the osmolarity was adjusted before each experiment with NaCl 
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and glucose to match the culture medium. Experiments involving bath application of L-

glutamate (100 µM) alone or in combination with cyclothiazide (20 µM) were performed 

in the presence of drugs blocking channels/transporters involved in glutamate-induced 

excitability, specifically: D-AP5 (25µM), TTX (1µM), Nifedipine (20 µM), CPCCOeT 

(100 µM), MPEP (5 µM) and IEM 1460 (10 µM). D-AP5, TTX, CPCCOeT, MPEP, IEM 

1460, cyclothiazide were obtained from Tocris Bioscience (Bristol, UK) and Nifedipine, 

L-Glutamic acid monosodium salt monohydrate were from Sigma-Aldrich (St. Louis, 

MO). For bath application of L-Glutamate alone or in combination with cyclothiazide, 

the drugs were directly perfused in the chamber before recording. The chamber was 

mounted on an inverted microscope (IX71; Olympus America, Melville, NY) equipped 

with a high 100X objective (1.49 NA) and a charge-coupled device camera (Cascade 

128; Roper Scientific, Princeton Instruments, Trenton, NJ). A low concentration of 

ATTO 647N coupled antibodies was then added to the chamber. Stochastic labeling 

of the targeted protein by dye coupled antibodies allowed the recording of thousands 

of trajectories lasting longer than 1 s. A HeNe laser was used in oblique illumination 

mode for excitation of the dye. Recordings were made at 20 Hz using Metamorph 

software (Molecular Devices, USA) in streaming mode. Multicolor fluorescent micro-

beads (Tetraspeck, Invitrogen) were used to record long-term acquisitions and correct 

for lateral drifts.  

Receptor tracking and analysis 

Depending on the experiment, uPAINT recordings can include between 4,000 to 8,000 

images that are analyzed to extract molecule localization and dynamics following the 

protocol described in (Kechkar et al., 2013; Nair et al., 2013). Single molecule 

fluorescent spots were localized in each frame and tracked over time using a 

combination of wavelet segmentation (Izeddin et al., 2012) and simulated annealing 

algorithms (Racine et al., 2007). Under the experimental conditions described above, 

the optical resolution of the set-up was quantified to ~50 nm. In order to take into 

account the molecule movement contribution during the 50 ms integration time, the 

localization accuracy was measured from the value found at time zero in the Mean-

Square Displacement (MSD) analysis of single molecule trajectories. The software 

package used to do quantitative analysis on protein localization and dynamics is 

custom written as a plug-in running within the Metamorph environment (Nair et al., 

2013). For the trajectory analysis, synapses were identified by wavelet image 
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segmentation of the Homer1c postsynaptic marker. The corresponding binary mask 

was then used to sort single particle data analyses to specific synaptic regions. MSD 

curves were calculated for reconnected trajectories of at least 10 frames. Diffusion 

coefficients were calculated by a linear fit of the first 4 points of the MSD plots versus 

time. Nanodomain analysis was done as reported in (Nair et al., 2013). AMPAR 

nanodomains were identified by custom-made software written as a plug-in running 

inside Metamorph environment. Super-resolution images were reconstructed from at 

least 4,000 frames. Nanodomains were first identified by wavelet segmentation. 

Nanodomain dimensions were then computed by two-dimensional anisotropic 

Gaussian fitting, from which the principal and the auxiliary axes were extracted as 

2.3σlong and 2.3σshort respectively. All synaptic analysis are done mushroom shape 

spines, labelled by Homer-GFP and both neck and head are taking into account. 

Direct Stochastic Optical Reconstruction Microscopy 

The stained coverslips were imaged the following week at room temperature in a 

closed chamber (Ludin chamber, Life Imaging Services, Switzerland) mounted on a 

Leica SR GSD microscope (Leica Microsystems, Wetzlar, Germany) equipped with a 

160X 1.47 NA objective. Imaging was performed in an extracellular solution containing 

reducing agents and oxygen scavengers. For d-STORM, ensemble fluorescence of 

Alexa 647 were first converted in to dark state using a 500 mW 642 nm laser (Coherent, 

Santa Clara, CA) at 60 % of its power. Once the ensemble fluorescence was converted 

into the desired density of single molecules per frame, the laser power was reduced to 

30 % of its power and imaged continuously at 50 frames per second for 20,000 frames. 

The laser powers were adjusted to keep an optimal level of stochastically activated 

molecules during the acquisition. Both the ensemble and single molecule fluorescence 

was collected by the combination of a dichroic and emission filter (D101-R561 and 

F39-617 respectively, Chroma, USA and quad-band dichroic filter (Di01-

R405/488/561/635, Semrock, USA). The fluorescence was collected using a sensitive 

iXon3 EMCCD camera (ANDOR, Belfast, UK). Single molecule localization and 

reconstruction was performed using Leica Las Af software (Leica Microsystems, 

Wetzlar, Germany). We used multicolor fluorescent microbeads (Tetraspeck, 

Invitrogen) as markers to register long-term acquisitions and correct for lateral drifts. A 

spatial resolution of 14 nm was measured using centroid determination on 100 nm 
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Tetraspeck beads acquired with similar signal-to-noise ratio to dSTORM single 

molecule images. 

Quantification of AMPAR content in nanodomains 

The number of AMPARs per nanodomain was estimated from d-STORM super-

resolution reconstructions of endogenous GluA2 using a custom-made analysis 

module operating inside Metamorph software as described  (Nair et al., 2013).  

Biochemistry 

HEK cells were plated at a density of 100,000 cells per well and maintained overnight 

before transfection. After transfection with the plasmid DNA of interest as indicated in 

the figure, the proteins are expressed for 36 hours. Proteins extracted with Triton-X100 

buffer (HEPES 20mM, NaCl 150mM, Triton-X100 1%, EDTA 0.15 mM, antiproteases 

and antiphosphatases) were quantified. One mg of proteins was incubated with 2 µl of 

rabbit anti-GluA1antibody directed against an extracellular epitope of GluA1 

(homemade, Agrobio) for 1 hour at 4°C and then incubated overnight with 30 µl of 

protein-A Sepharose at 4°C. Resin was washed and samples were treated with 

PNGaseF according to the manufacturers protocol (BioLabs). Equal quantities of 

GluA1 were loaded on SDS-PAGE and immunoblotted with mouse anti-GluA2 

(Millipore) and rabbit anti-Stg (Millipore). Gels were quantified with a Syngene 

apparatus (Ref: CG2XE/D2-E, from Ozyme). 

Uncaging experiments 

1-P and 2-P uncaging experiments were done using an inverted motorized microscope 

(Nikon Ti, Japan) equipped with a 100X PL-APO objective (1.49 NA) and a perfect 

focus system allowing acquisition without z-drift. Cells expressing eGFP-Homer1c as 

a synaptic marker were imaged in 600 µL of HEPES-based Tyrode’s solution 

containing the different blockers used in uPAINT experiments and  5 mM  or 2.5 mM 

of MNI-caged-L-glutamate for 1-P and 2-P experiments respectively (Tocris 

Bioscience, Bristol, UK). 1-P experiments used a 405 nm wavelength and 2-P a 750 

nm one, with 1 ms pulse duration. Recording procedures are described on the specific 

figures. 

Uncaging induced excitatory postsynaptic currents (uEPSCs) were recorded in the 

whole-cell mode with pipette tip resistances of 5 to 7 MΩ   filled with  intracellular 

solution, which was (in mM): K-gluconate (100), NaCl (5), KCl (17), MgCl2 (5), HEPES 
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(10), Na2-ATP (2), Na-GTP (0.5) and EGTA (0.5) (pH adjusted to 7.2-7.3 with KOH, 

~270 mOsm). Synaptic uncaging currents were measured at a membrane potential of 

−70 mV. The recording chamber was bathed with an extracellular buffer containing (in 

mM): NaCl (130), KCl (2.5), CaCl2 (2), MgCl2 (2), D-glucose (10), HEPES (10) 

and  picrotoxin (0.05) (pH adjusted to 7.4 with NaOH, osmolarity adjusted to ~280 

mOsm).  TTX  (1 uM) was added to block sodium channels when recording uEPSCs. 

Ca2+ imaging 

Calcium imaging experiments were conducted using Fluo4FF-AM (Life technologies, 

Carlsbad, California). To be able to perform synaptic analysis, neurons were 

transfected at 11 DIV with dDsRed-Homer1c . At 14-16 DIV, cells were incubated in 

Tyrode’s (without blockers) for 5 min at 37° in the presence of 5 µM of Fluo4FF-AM 

solution (dissolved in DMSO) to allow the dye to enter the cells. Then, coverslips were 

quickly rinsed in Tyrode’s and mounted in an open chamber (Ludin chamber, Life 

Imaging Services, Switzerland) filled with 600µL of Tyrode’s either with or without D-

AP5 (25 µM), TTX (1 µM), Nifedipine (20 µM), CPCCOeT (100 µM), MPEP (5 µM) and 

IEM 1460 (10 µM). Neurons were imaged using a timelapse of 1 image every 1.5 s 

during 2 minutes. After 15 s of recording, 100 µM of L-glutamate was injected to the 

observation medium. To analyze the recordings, 6 regions enriched with the synaptic 

marker (dDsRed Homer1c) were selected for each cell. The average intensity of the 

fluorescence from these regions over the whole recording was collected. To normalize 

the intensity of the fluorescence, we used the value of intensity recorded in the first 

frame as reference. All regions were pooled to plot the normalized intensity versus 

time. Photobleaching of the fluorescence of the dye was fitted using a bi-exponential 

function and corrected. 

Immunocytochemistry 

Primary neuronal cultures were incubated with mouse-anti-GluA2 antibody (gift from 

E. Gouaux, Portland, OR) for 10 minutes at 37°C. They were then incubated 1 minute 

in culture medium containing D-AP5 (25 µM), TTX (1 µM), Nifedipine (20 µM), 

CPCCOeT (100 µM), MPEP (5 µM), IEM 1460 with L-glutamate (100 µM) or vehicle 

(water) before fixation using 4 % paraformaldehyde and 4 % sucrose in phosphate-

buffered saline (PBS). After three washes in PBS, they were incubated with NH4Cl 

50mM (Sigma-Aldrich, St. Louis, MO) for 30 minutes. After three washes in PBS, they 

were incubated with PBS containing 1% Bovine Serum Albumine (BSA) (Sigma-
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Aldrich, St. Louis, MO) for 30 minutes. The primary antibodies were then revealed by 

incubating with Alexa 647 coupled anti-mouse secondary antibodies (A21245, 

Invitrogen, Paisley, UK) for 30 minutes at room temperature. Coverslips were then 

rinsed three times in PBS-BSA 1 % and three times with PBS before being fixed again, 

using previously described protocol. 

Glutamate scavenging 

Glutamate scavenging experiments were done using an inverted motorized 

microscope (Nikon Ti, Japan) equipped with a 100X PL-APO objective (1.49 AN) and 

a perfect focus system allowing acquisition without z-drift. uPAINT recordings were 

done as previously described. Cells expressing eGFP-Homer1c as a synaptic marker 

were imaged in 600µL of HEPES-based Tyrode’s solution containing Glutamic-Pyruvic 

Transaminase (Sigma-Aldrich, Saint Louis, MO) at 40 U/mL. After selection of the cell 

to image, the uPAINT experiment started by the recording of 4,000 frames. 10mM of 

sodium pyruvate (Sigma-Aldrich, Saint Louis, MO) was then added to the observation 

bath. This excess of sodium pyruvate lead to the scavenging of glutamate by the 

enzyme. Cells were incubated for 2 minutes on the microscope before recording using 

the uPAINT technique started again. Single particle detection, trajectory reconstruction 

and diffusion parameters analysis were done as previously described in the uPAINT 

experiments and Receptor tracking and analysis sections of the Supplementary 

Methods. 

Electrophysiological recordings 

Coverslips of transfected Banker cultures of hippocampal neurons (13-15 DIV) were 

transferred from the culture dish (where within one day prior, we raised the osmolarity 

to a near physiological 280 mOsm with NaCl) to a submersion chamber on an upright 

Eclipse FN1 microscope (Nikon) perfused with extracellular solution, which was (in 

mM): NaCl (145), KCl (3.5), MgCl2 (1), CaCl2 (2.5), D-glucose (10), HEPES (10), Na-

pyruvate (1), picrotoxin (0.05), D-APV (0.05) (pH to 7.3 with NaOH, ~310 mOsm). 

Patch pipettes were pulled using a horizontal puller (P-97, Sutter Instrument) from 

borosilicate capillaries  (GB150F-8P, Science Products GmbH) to resistances of 3-5 

MΩ when filled with intracellular solution, which was (in mM): K-methanesulfonate 

(135), NaCl (4), MgCl2 (2), HEPES (10), Na2-ATP (2), Na-GTP (0.3), EGTA (0.06), 

CaCl2 (0.01) and QX-314 (5 or 10) (pH to 7.2-7.3 with KOH, ~305 mOsm). Neurons 

cotransfected with SEP-GluA(-Stg) subunits and Homer1C-dsRed were identified 
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under epifluorescence from the SEP signal. SEP-GluA1 was co-transfected with either 

SEP-GluA1(-Stg) or Tet-on SEP-GluA2. SEP-GluA2 expression was induced by 

addition of 1 g/ml doxycycline to the culture medium 24-48 hours before recording. 

Recordings were performed using an EPC10 patch clamp amplifier operated with 

Patchmaster software (HEKA Elektronik), which was set to low-pass filter analogue 

current signals at 5 kHz and digitize at 25 kHz directly to the hard disk drive. Whole-

cell voltage clamp recordings were performed at 30-32°C and at a holding potential of 

-70 mV with on-line correction of the liquid junction potential (at +9 mV) and 50% 

compensation of the series resistance (<20 MΩ). Synaptic responses were evoked 

with a bipolar stimulator consisting of a theta-glass pipette (GB150T-10, Science 

Products GmbH) pulled to a tip diameter of 10-20 microns and filled with extracellular 

solution. Each channel was connected with silver wires to an Iso-Flex stimulus isolator 

(A.M.P.I) set to deliver constant current. The stimulation pipette was positioned above 

axonal fibers with the theta partition orientated parallel to the coverslip and the polarity 

and intensity were adjusted to deliver between 0.1-1 mA for 40 s in order to evoke 

short latency EPSCs (~3 ms). Repeated acquisition of train responses were separated 

by 15 second intervals. Traces with excessive polysynaptic activity were discarded and 

the average traces were exported with IgorPro for analysis using custom scripts and 

functions written in Octave/Matlab. For each cell, we typically acquired and averaged 

in the order of 100 sweeps. Unless specified otherwise, all chemicals were purchased 

from Sigma-Aldrich except for drugs, which were from Tocris Bioscience or Ascent 

Scientific.   

Cross-linking experiments 

Receptor cross-linking was achieved by a 5 minute incubation at 37 °C with purified 

rabbit IgG against GFP conjugated to AlexaFluor 594 (A21312, Invitrogen, Paisley, 

UK) diluted in extracellular solution to a concentration of 10 g/ml. The sodium azide 

preservative was removed from the antibody stock solutions (1 mg/ml) by dialysis 

overnight with a large excess of PBS before their application in cross-linking 

experiments. The anti-GFP antibody also recognizes SEP: a pH-sensitive derivative of 

GFP. The vehicle was PBS. 

 

Statistics 
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Statistical values are given as mean ± SEM unless stated otherwise. Statistical 

significances were performed using GraphPad Prism software (San Diego, CA). 

Distribution data set normality was tested using D’Agostino and Pearson omnibus 

normality test. Non-normal data sets were compared by Mann-Whitney test for two 

independent groups or Wilcoxon matched-pairs signed rank test for paired 

observations. Normally distributed data sets were tested by Student’s unpaired t-test 

for two independent groups or paired t-test for paired observations unless stated 

otherwise. Indications of significance correspond to p values <0.05(*), p < 0.01(**), and 

p < 0.001(***).  
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SUPPLEMENTARY FIGURE LEGENDS 

Supplemental Figure 1 related to Figure 1. Pharmacologically-induced changes 

in receptor diffusion are not restricted to synapses, but they appear dependent 

on the dose of glutamate and are observed for AMPARs but not Kainate 

receptors. 

(A) Left panel, average distribution of the logarithm of the diffusion coefficient of pooled 

dendritic and synaptic endogenous GluA2-containing AMPARs before and after 

application of 100 µM glutamate. Right panel, paired ratio of the mobile over the 

immobile fractions of pooled dendritic and synaptic endogenous GluA2 containing 

AMPARs before and after treatment with 100 µM glutamate. Mean ratio of the data 

from left (n=24 cells, paired t-test, p=0.041). Error bars and bands are SEM. 

(B) Modulation of synaptic endogenous GluA2-containing AMPAR by application of 20 

µM, 300 µM and 1 mM of glutamate, from the left to right. Average distribution of the 

logarithm values of the diffusion coefficient. Error bars and bands are SEM.  

(C) Modulation of endogenous GluA2-containing AMPAR synaptic mobility by 

application of 20 µM cyclothiazide in the presence of ambient glutamate. Left panel 

represents the average distribution of the logarithm of the diffusion coefficient, and right 

panel the paired ratios of the mobile over the immobile fractions (n=10 cells, paired t-

test, p<0.001). The blockade of the desensitization leads to a significant decrease of 

the AMPAR mobility. Error bars and bands are SEM. 

(D) Absence of modulation of GluK2-containing Kainate receptor synaptic mobility by 

application of 100 µM glutamate. From left to right are represented the average 

distribution of the logarithm of the diffusion coefficient, the paired ratios of the mobile 

upon the immobile fractions (n=11 cells, paired t-test, p=0.285), and the plot of the 

synaptic MSD in function of time before and after treatment (n=11 cells, paired t-test 

on the area under the curve, p=0.58). Glutamate application does not affect Kainate 

receptor mobility, revealing an effect restricted to AMPARs.  Error bars and bands are 

SEM.  

Supplemental Figure 2 related to Figure 3. Glutamate fails to mobilize the 

T686A GluA2 mutant stabilized in a closed conformation and diffusion 

properties of GluA1 conformational mutants. 

 (A) (Left) Average distribution of the logarithm of the diffusion coefficient of synaptic 

T686A GluA2 before and after global application of 100 µM glutamate. (Middle) Mean 
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ratio of the mobile over the immobile fractions of synaptic and pooled dendritic and 

synaptic T686A GluA2 before and after application of 100 µM glutamate (n=13 cells, 

paired t-test, p>0.1). (Right) Synaptic MSD versus time plot. Error bars and bands are 

SEM. 

(B) Average distribution of the logarithm of the diffusion coefficient of synaptic (left 

panel) overexpressed SEP GluA1 and its conformational mutants. Error bars and 

bands are SEM. Mean ratio of the mobile over the immobile fractions for synaptic 

receptors for overexpressed SEP GluA1 and its conformational mutants of GluA1 (WT: 

n=9 cells, T686A: n=14 cells, S729C: n=11 cells, Separate one way ANOVA tests for 

mutants, with Dunnet’s post test). (Right) Synaptic MSD versus time plot for the WT 

and mutated GluA1. Error bars and bands are SEM. 

 

Supplemental Figure 3 related to Figure 3. The GluA2 SC mutant tend to 

accumulate less in synapses than the other receptor type 

Ratio of synaptic over extrasynaptic fluorescence intensity when the various WT and 

mutated forms of GluA2 are expressed. Presented below the graph are 4 typical 

examples of epifluorescence images for each GluA-SEP form (WT or mutated). The 4 

constructs are enriched in the synapse even if the SC form presents a significant lower 

value (mean +/- SEM, One way ANOVA with Dunnet’s post test). 

 

Supplemental Figure 4 related to Figure 6. Acute stimulation of synaptic 

AMPARs with 1-P glutamate uncaging increases their mobility. 

(A) Top panel (left) shows an epifluorescence image of a neuron expressing eGFP-

Homer 1c as a synaptic marker, the position of uncaging spots are indicated by arrows. 

Top panel (right) is a scheme of the protocol used for control and glutamate uncaging 

assays. One protocol round consists of a 2.5 s baseline recording followed by 10 

uncaging laser pulses at 2 Hz, and 10 s without recording and stimulation to avoid 

overstimulation between trials. For each cell, 5 consecutive trials were recorded. Lower 

panel shows the corresponding images of synaptic GluA2 trajectories before and 

during laser pulses in control (top) and uncaging conditions (bottom).  

(B) Plots of the synaptic MSD versus time of AMPARs in the different conditions. 

AMPARs appear less confined after glutamate uncaging. To notice that as we are 

doing 5 rounds of uncaging per area, a slight increase of the control baseline (before) 

are observed. Error bars and bands are SEM. 
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(C) Distribution of the diffusion coefficient in control and uncaging conditions, before 

(left graph) and during (right) the uncaging. (D) The bar graph represents the median 

diffusion coefficient in control and uncaging assays (n= 16 cells, Wilcoxon matched-

pairs signed rank test, p=0.021 between before and during phases in uncaging 

condition). Synaptic AMPAR diffusion coefficient increase after local glutamate 

uncaging. Box plots show median and interquartile range.  

 

Supplemental Figure 5 related to Figure 7. The synaptic depression observed 

when crosslinking with the anti-GFP antibody is specific to expressed SEP-GluA 

receptors 

(A) The anti-GFP antibody specifically modifies short-term synaptic plasticity in cells 

expressing exogenous GluA1 with the SEP tag. The stimulation protocol was five 

pulses at 20 Hz. Plots of EPSC amplitude with normalization to the initial EPSC for 

cells expressing either SEP-GluA1 or GluA1, with or without anti-GFP. Data represents 

the mean with SEM of the normalized data; for clarity the SEM bar is only shown for 

one direction. 
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B
Synaptic - GluA1 mutants

O
cc

u
rr

en
ce

 (
%

)

Log(D) Time (s)

M
S

D
 (

µ
m

²)

R
at

io
 m

o
b

ile
/im

m
o

b
ile ***

WT SC TA
0.4

0.8

1.2

1.6

2.0

2.4 **

0 500 1000
0.00

0.01

0.02

0.03

0.04

0.05

0.06

0.07

0.08

A
O

cc
u

rr
en

ce
 (

%
) ns

WT
TA
SC



SC

LY

TA

WT

**

Supplemental Figure 3

R
at
io
 s
yn
/e
xt
ra
sy
n

GluA2-SEP



Supplemental Figure 4

C

C
o

n
tr

o
l

U
n

ca
g

in
g

A
Protocol

3 µm

Before During
(10 pulses)

After

2.5s 5s 10s

Before During (no uncaging)

Before During (uncaging)

Before
During (no uncaging)

M
S

D
 (

x1
0-

2
µ

m
²)

Time (ms)

M
S

D
 (

x1
0-

2
µ

m
²)

Before
During (uncaging)

Ctrl
Ctrl laser

Ctrl
Ctrl laser

D
if

fu
si

o
n

 (
x1

0-
3
µ

m
²/

s)

Ctrl Uncaging

*

0

1

2

3

4

5

dur befbef dur
Log (D)Log (D)

B

D

Homer 1c
O

cc
u

rr
en

ce
 (

%
)



A

N
o

rm
. E

P
S

C
 a

m
p

l.

EPSC #

Supplemental Figure 5

0.0

0.5

1.0

1.5

0 1 2 3 4 5

 SEP‐GluA1 Vehicle (5 cells)

 GluA1 anti‐GFP (5 cells)

 SEP‐GluA1 anti‐GFP (6 cells)


	Glutamate-Induced AMPA Receptor Desensitization Increases Their Mobility and Modulates Short-Term Plasticity through Unbind ...
	Introduction
	Results
	Glutamate Increases Mobility of Endogenous GluA2-Containing AMPAR
	AMPAR Conformation Impacts Its Mobility
	Desensitized AMPAR Are Stabilized for Shorter Durations than Closed-Resting AMPAR
	Glutamate-Mediated Increase in AMPAR Mobility Is Not Correlated with a Change in their Nano-organization
	Molecular Basis of Glutamate-Induced Increase in AMPAR Mobility
	Acute Stimulation of Synapses by Glutamate Uncaging Mobilizes AMPAR
	Glutamate-Induced Increase in Desensitized AMPAR Mobility Tunes Short-Term Synaptic Plasticity

	Discussion
	Glutamate Binding Induces an Increase in the Proportion of Mobile AMPAR Independent of Intracellular Signaling
	AMPAR Conformational Changes Trigger Their Increased Mobility
	Molecular Mechanism of Glutamate-Induced AMPAR Diffusion
	Physiological Consequences of the Enhanced AMPAR Diffusion upon Desensitization

	Experimental Procedures
	Molecular Biology, Biochemistry, Cell Culture, and Transfection
	Direct Stochastic Optical Reconstruction Microscopy, uPAINT Experiments, Receptor Tracking, and Analysis
	Glutamate Uncaging and Scavenging Experiments
	Ca2+ Imaging, Electrophysiological Recordings, and Crosslinking Experiments
	Statistics
	Ethical Approval

	Supplemental Information
	Author Contributions
	Acknowledgments
	References




